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Universally conserved CRISPR associated (Cas) proteins, such as Cas1 and Cas2, have the ability to acquire viral DNA into the CRISPR locus as a new spacer.
In this study, we have tried to develop a screen for studying the site, sequences and orientation of the integrated protospacersin S. pyogenes. UNIVERSITY OF CALIFORNIA
By developing such a screen, it would create a platform to fully understand CRISPR’s evolution and further target specificity of crRNA-effector complexes.

In bacteria and archaea, clustered regularly interspaced short palindromic repeat (CRISPR) provide adaptive immunity against viral infection. B er]:{eley
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